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Technique Target Journal Year
ChlIP-Seq KIf9 bioRxiv 2025
ATAC-Seq bioRxiv 2025
ChlIP-Seq FASEB J. 2025
RNA-Seq FEBS J. 2025
ChiP-Seq  EZH2 Cancer Immunol ), 5
Res.
Bulke ATAC- bioRxiv 2025
Seq
ModSpec Nat Genet. 2025
ATAC-Seq Cancer Sci. 2025
RIME bioRxiv 2025
ModSpec Cells 2024
ATAC-Seq, . .
ChIP-Seq H3K4me3 bioRxiv 2024
ChlIP-Seq dCas9 Cell Genom. 2024
ChE oSS PGR, HIF2A Nucleic Acids Res. 2024

Reference

Chandni Thakkar et al. Constitutive expression of
cardiomyocyte KIf9 precipitates metabolic dysfunction and
spontaneous heart failure. DOI: 10.1101/2025.01.16.633464

Gilson J Sanchez et al. Histone Deacetylase
Inhibitor Largazole Deactivates A Subset of
Superenchancers and Causes Mitotic Chromosome
Mis-alignment by Suppressing SP1and BRD4. DOI:
10.1101/2025.01.29.635612

Jacqueline Southall et al. Granulosa cell expression
of Fos is critical for regulating ovulatory gene expressions
in the mouse ovary. DOI: 10.1096/f].202402867R

Hugo Coquelet et al. A non-canonical role for the tyrosyl
tRNA synthetase: YARS regulates senescence induction
and escape and controls the transcription of LINS. DOI:
10.1111/febs 17381

Yingqgin Hou et al. Transient EZH2 Suppression by
Tazemetostat during In Vitro Expansion Maintains T-Cell
Stemness and Improves Adoptive T-Cell Therapy. DOI:
10.1158/2326-6066.CIR-24-0089

Haoyu Tang et al. SPINK1-COL18A1 Crosstalk Shapes
Epigenome and Drives Cancer Stemness in Pancreatic
Ductal Adenocarcinoma. DOI: 10.1101/2025.03.03.641251

Naitao Wang et al. Loss of Kmt2c or Kmt2d primes
urothelium for tumorigenesis and redistributes KMT2A—
menin to bivalent promoters. DOI: 10.1038/s41588-024-
02015-y

Yosuke Miyashita et al. Novel Approach to Overcome
Osimertinib Resistance Using Bromodomain and Extra-
Terminal Domain Inhibitors. DOI: 10.1111/cas.70032

Joseph A Bisson et al. GATAG6 regulates WNT and
BMP programs to pattern precardiac mesoderm during
the earliest stages of human cardiogenesis. DOI:
10.1101/2024.07.09.602666

Genki Kobayashi et al. A Study of Small Intestinal
Epigenomic Changes Induced by Royal Jelly. DOI: 10.3390/
cells13171419

Huadong Chen et al. Histone demethylase enzymes
KDM5A and KDM5B modulate immune response by
suppressing transcription of endogenous retroviral
elements. DOI: 10.1101/2024.09.23.614494

Neha Rohatgi et al. Seed sequences mediate off-target
activity in the CRISPR-interference system. DOI: 10.1016/].
xgen.2024.100693

Wendy N Jefferson et al. Unexpected nuclear hormone
receptor and chromatin dynamics regulate estrous cycle
dependent gene expression. DOI: 101093/nar/gkae714
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Target Journal
Clin Epigenetics
Pediatr Blood
Cancer
Hoxab, Pbx1 Commun Biol.

Stem Cell Res
Ther.

Immunity

Res Sq.

Cardiovasc Res.

Cardiovasc Res.

iScience

Int J Mol Sci.

Nat Genet.

Cell Syst.

iScience

Gastro Hep Adv.

Nrf2 bioRxiv
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Michela Gottardi Zamperla et al. HDACG6 inhibition disrupts
HDACG6-P300 interaction reshaping the cancer chromatin
landscape. DOI: 10.1186/s13148-024-01725-8

Masahiro Yoshitomi et al. High DOCK1 expression identifies
a distinct prognostic subgroup of pediatric acute myeloid
leukemia: Results of the Japanese Pediatric Leukemia/
Lymphoma Study Group AML-05 trial. DOI: 10.1002/
pbc.31151

Ritesh Kc et al. Multimodal Hox5 activity generates motor
neuron diversity. DOI: 10.1038/s42003-024-06835-w

Lisa Oliver et al. Transcriptional landscape of the
interaction of human Mesenchymal Stem Cells with
Glioblastoma in bioprinted co-cultures. DOI: 10.1186/
s13287-024-04022-6

Miro E Raeber et al. Interleukin-2 immunotherapy reveals
human regulatory T cell subsets with distinct functional
and tissue-homing characteristics. DOI: 10.1016/].
immuni.2024.07.016

Brendan T Mann et al. Dual role of circulating and mucosal
V&1 T cells in the control of and contribution to persistent
HIV-1infection. DOI: 10.21203/rs.3.rs-4784403/v1

Mark Sweeney et al. Interleukin 11 therapy causes acute
left ventricular dysfunction. DOI: 10.1093/cvr/cvae224

Hebatullah Laban et al. Nuclear factor of activated T-cells
5 is indispensable for a balanced adaptive transcriptional
response of lung endothelial cells to hypoxia . DOI:
10.1093/cvr/cvaels!

Saki Tomita-Naito et al. Insidious chromatin change with
a propensity to exhaust intestinal stem cells during aging.
DOI: 10.1016/j.isci.2024.110793

Valeria Tosello et al. BCAT1 Associates with DNA Repair
Proteins KU70 and KU80 and Contributes to Regulate DNA
Repair in T-Cell Acute Lymphoblastic Leukemia (T-ALL).
DOI: 10.3390/ijms252413571

Carman Man-Chung Li et al. Brcal haploinsufficiency
promotes early tumor onset and epigenetic alterations in
a mouse model of hereditary breast cancer. DOI: 10.1038/
s41588-024-01958-6

Shengi Fan et al. Promoter DNA methylation and
transcription factor condensation are linked to
transcriptional memory in mammalian cells. DOI: 10.1016/j.
cels.2024.08.007

Jaroslav Slamecka et al. Highly efficient generation of self-
renewing trophoblast from human pluripotent stem cells.
DOI: 101016/j.isci.2024.110874

Scott Jelinsky et al. Proteomic Differences in Colonic
Epithelial Cells in Ulcerative Colitis Have an Epigenetic
Basis. DOI: 10.1016/j.gastha.2024.04.014

Martin Andres Estermann et al. NR2F2 regulation of
interstitial to fetal Leydig cell differentiation in the testis:
insights into differences of sex development. DOI:
10.1101/2024.09.16.613312
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Melanie R Muller et al. Characterization of the
dehydrogenase-reductase DHRS2 and its involvement in
histone deacetylase inhibition in urological malignancies.
DOI: 101016/j.yexcr.2024.114055

Thao D Pham et al. Trametinib Potentiates Anti-PD-1
Efficacy in Tumors Established from Chemotherapy-Primed
Pancreatic Cancer Cells . DOI: 10.1158/1535-7163.MCT-23-
0833

Jenna Giafaglione et al. Prostate lineage-specific
metabolism governs luminal differentiation and response
to antiandrogen treatment. DOI: 10.1038/s41556-023-
01274-x

Bogang Wu et al. RNA polymerase Il pausing factor NELF
ATAC-Seq Nat Commun. 2022 in CD8+ T cells promotes antitumor immunity. 101038/
s41467-022-29869-2

Alexander D Gitlin et al. N4BP1 coordinates ubiquitin-
dependent crosstalk within the IkB kinase family to limit
Toll-like receptor signaling and inflammation. 10.1016/.
immuni.2024.04.004

Raja Gopal Reddy Mooli et al. Epigenetically active
chromatin in neonatal iWAT reveals GABPa as a
potential regulator of beige adipogenesis. DOI: 10.3389/
fendo.2024.1385811

David James et al. Homeobox regulator Wilms Tumour 1is
displaced by androgen receptor at cis-regulatory elements
in the endometrium of PCOS patients. DOI: 10.3389/
fendo.2024.1368494

Yusuke Suita et al. Machine learning on multiple epigenetic
RNA pol Il bioRxiv 2024 features reveals H3K27Ac as a driver of gene expression
H3K27ac prediction across patients with glioblastoma. DOI:
10.1101/2024.06.25.600585

Heather M Sonnemann et al. Placental co-transcriptional
ChIP-Seq, VGLLA Front Oncol. 2024 a.ctl.vator Vgstlglal—llkg 1 .(VGLL1) drl.ves tymonggne&g
RNA-Seq via increasing transcription of proliferation and invasion
genes. DOI: 10.3389/fonc.2024.1403052

Suraj Bhattarai et al. H3F3A K27M Mutations Drives a
ATAC-Seq, bioRxiv 2024 Repressive Transcriptome by Modulating Chromatin
RNA-Seq Accessibility, Independent of H3K27me3 in Diffuse Midline
Glioma. DOI: 101101/2024.05.16.594522

Julia Gauberg et al. Spinal motor neuron development
ChIP-Seq NFIA bioRxiv 2024  and metabolism are transcriptionally regulated by Nuclear
Factor IA. DOI: 10.1101/2024.06.26.600888

Tanner J DuCote et al. EZH2 Inhibition Promotes Tumor
2024  Immunogenicity in Lung Squamous Cell Carcinomas. DOI:
10.1158/2767-9764.CRC-23-0399

Gangyuan Gao et al. Polyunsaturated Fatty Acid -
snRNA-Seq bioRxiv 2024  mediated Cellular Rejuvenation for Reversing Age-related
Vision Decline. DOI: 10.1101/2024.07.01.601592

Mariko Sasaki et al. Targeting dependency on a paralog
pair of CBP/p300 against de-repression of KREMEN2 in
SMARCB/1-deficient cancers. DOI: 10.1038/s41467-024-
49063-w

ATAC-Seq Exp CellRes. 2024

RNA-Seq Mol Cancer Ther. 2024

ATAC-Seq Nat Cell Biol. 2023

ChIP-Seq RNA pol Il Immunity 2024

ChlIP-Seq H3K27Ac Front Endocrinol. 2024

ChlIP-Seq WT1 Front Endocrinol. 2024

ChlIP-Seq

H3K27me3, H3K- Cancer Res Com-

ChiP-Seq  4me3 H3K27ac mun.

H3K4me3, H3K-
ChlIP-Seq 4me1l, H3K27ac, Nat Commun. 2024
H3K27me3, p300

North America Europe Japan China



Technique

ChlIP-Seq

ChlIP-Seq

ChlIP-Seq

RNA-Seq

snRNA-Seq

ChlIP-Seq

ModSpec

ATAC-Seq

ChlP-Seq

ATAC-Seq

ChlIP-Seq

ChlIP-Seq

ATAC-Seq,
RNA-Seq

ChlIP-Seq

snRNA-Seq

RNA-Seq

Target

CBP/p300

PHF8

H3K27me3,
H3K27ac, SUZ12

H3K27me3

FOXO1

H3K27me3, EZH2

Hoxab, Pbx1

H3K27ac

Journal

bioRxiv

Redox Biol.

Nature

iScience

bioRxiv

Nat Commun.

Sci Adv.

Nature

Mol Cell Endocri-

nol.

Life Sci Alliance

Genome Biol.

bioRxiv

EMBO Rep.

Cancer Res.

Aging Cell

Cell Rep.
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Sumaira Sardar et al. AR coactivators, CBP/p300, are
critical mediators of DNA repair in prostate cancer. DOI:
10.1101/2024.05.07.592966

Joanna Czarnecka-Herok et al. A non-canonical role

of ELN protects from cellular senescence by limiting iron-
dependent regulation of gene expression. DOI: 10.1016/j.
redox.2024.103204

Makoto Yamagishi et al. Mechanisms of action and
resistance in histone methylation-targeted therapy. DOI:
10.1038/s41586-024-07103-x

Clotilde C N Renaud et al. Necrosulfonamide causes
oxidation of PCM1 and impairs ciliogenesis and autophagy.
DOI: 10.1016/j.isci.2024.109580

Fangyuan Gao et al. Polyunsaturated Fatty Acid - mediated
Cellular Rejuvenation for Reversing Age-related Vision
Decline. DOI: 10.1101/2024.07.01.601592

Zoe Veneti et al. Polycomb-mediated silencing of miR-
8 is required for maintenance of intestinal stemness in
Drosophila melanogaster. DOI: 10.1038/s41467-024-46119-9

Anthony KN Chan et al. Therapeutic targeting Tudor
domains in leukemia via CRISPR-Scan Assisted Drug
Discovery. DOI: 10.1126/sciadv.adk3127

Violetta Karwacki-Neisius et al. WNT signalling control
by KDM5C during development affects cognition. DOI:
10.1038/s41586-024-07067-y

Caitlin E Stallings et al. FOXO1 regulates expression
of Neurod4 in the pituitary gland. DOI: 10.1016/j.
mce.2023.112128

Shivakshi Sulekh et al. A feedback loop that drives cell
death and proliferation and its defect in intestinal stem
cells. DOI: 10.26508/1sa.202302238

Georgette Tanner et al. IDHwt glioblastomas can be
stratified by their transcriptional response to standard
treatment, with implications for targeted therapy. DOI:
10.1186/513059-024-03172-3

KC Ritesh et al. Multimodal Hox5 activity generates motor
neuron diversity. DOI: 10.1101/2024.02.08.579338

Panagiotis Papoutsoglou et al. TGFB-induced long non-
coding RNA LINCO0313 activates Wnt signaling and
promotes cholangiocarcinoma. DOI: 10.1038/s44319-024-
00075-z

Tathiane M Malta et al. The Epigenetic Evolution of Glioma
Is Determined by the IDH1 Mutation Status and Treatment
Regimen. DOI: 10.1158/0008-5472.CAN-23-2093

Spiros Palikyras et al. Rapid and synchronous chemical
induction of replicative-like senescence via a small
molecule inhibitor. doi: 10.1111/acel.14083

Clement Maghe et al. The paracaspase MALT1 controls
cholesterol homeostasis in glioblastoma stem-like cells
through lysosome proteome shaping. DOI: 10.1016/j.
celrep.2023.113631
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Technique Target Journal Year Reference
Yufei Wei et al. Sirt6 regulates the proliferation of neural
RNA-Seq iScience 2023  precursor cells and cortical neurogenesis in mice. DOI:

10.1016/j.is¢i.2023.108706

Yuan Wen et al. Vitamin D status associates with skeletal
ChIP-Seq Vitamin D Receptor JCl Insight 2023  muscle loss after anterior cruciate ligament reconstruction.
DOI: 10.1172/jci.insight.170518

Takahiro Sano et al. Impaired Repopulating Ability of

CUT&Tag H3K9me3 Genes (Basel) 2023  Uhrf2-/- Hematopoietic Progenitor Cells in Mice. DOI:
10.3390/genes14081531
Yeongseik Oh et al. The NR2F2-HAND?2 signaling axis
ChlIP H3K4me1 Front Endocriinol. 2023  regulates progesterone actions in the uterus at early

pregnancy. Doi: 10.3389/fendo.2023.1229033

Yomoki Yamamoto et al. DNA Methylation Aberrations in
RRBS Cancers 2023  Dimethylarsinic Acid-Induced Bladder Carcinogenesis. Doi:
10.3390/cancers15215274

Liangyu Lin et al. Oleic acid availability impacts thymocyte
ChlIP-Seq H3K79me2 Nat Immunol. 2023  preprogramming and subsequent peripheral Treg cell
differentiation. Doi: 0.1038/s41590-023-01672-1

Dongmei Wang et al. Homodimer-mediated
phosphorylation of C/EBPa-p42 S16 modulates acute

ChiP-Seq  C/EBPa Nat Commun. 2023 0 |5id leukaemia differentiation through liquid-liquid
phase separation. Doi: 10.1038/541467-023-42650-3
Shah Alam et al. S1P Lyase Deficiency in the Brain

CUT&Tag, H3K9AC Cells 2023 Promotes Astrogliosis and NLRP3 Inflammasome

RNA-Seq Activation via Purinergic Signaling. DOI: 10.3390/
cells12141844

Sylvia C Hewitt et al. Chromatin architectural factor
ChlIP-Seq CTCF FASEB J. 2023  CTCF is essential for progesterone-dependent uterine
maturation. doi: 10.1096/f].202300862R

David Filipovic et al. Interpretable predictive models of

AhR (aryl hydrocar- genome-wide aryl hydrocarbon receptor-DNA binding

Chll==seg bon receptor) Irergieel el A0 reveal tissue-specific binding determinants. DOI: 101093/
toxsci/kfad094

ChIP-Se Victor Bessenneau_Gaborit et al. Exploring the impact of

RIME e H3K27ac Life Sci Alliance 2023  dexamethasone on gene regulation in myeloma cells. doi:

10.26508/1sa.202302195

Chandni Thakkar et al. KIf9 plays a critical role in GR —
ChIP-Seq KIfo Cell Signal. 2023  dependent metabolic adaptations in cardiomyocytes. DOI:
10.1016/j.cellsig.2023.110886

Lauren McKenzie Spires et al. KSHV RTA utilizes the
RIME J Virol. 2023  host E3 ubiquitin ligase complex RNF20/40 to drive lytic
reactivation. DOI: 10.1128/jvi.01389-23

Marta Kazimierska et al. CRISPR/Cas9 screen for genome-
ChIP-gPCR  Myc Mol Oncol. 2023  wide interrogation of essential MYC-bound E-boxes in
cancer cells. DOI: 10.1002/1878-0261.13493

Zhi Yang et al. Reducing branched-chain amino acids
ChlIP H3K23Pr J Clin Invest. 2023  improves cardiac stress response in mice by decreasing
histone H3K23 propionylation. doi: 10.1172/JCI169399

Song Peng et al. PHF8-GLUL axis in lipid deposition and
ChIP-Seq PHF8 Sci Adv. 2023  tumor growth of clear cell renal cell carcinoma. DOI:
10.1126/sciadv.adf3566
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RNA-Seq

RNA-Seq
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Target

H3K27ac, PLAGLY,
PLAGL2

Myc Tag

Eralpha

H3K27ac

Journal

Sci Adv.

Int J Dev Biol.

Acta Neuropathol.

Cleft Palate Cra-
niofac J.

bioRxiv

Cells

J Mol Biol.

Proc Natl Acad
Sci USA

Nat Commun.

Adv Sci.

Int Immunophar-
macol.

Cell Rep.

Epigenetics

Nature
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Reference

Raisa A Reyes-Castro et al. Phosphorylated nuclear DICER1
promotes open chromatin state and lineage plasticity of
AT2 tumor cells in lung adenocarcinomas. DOI: 101126/
sciadv.adf6210

Rosa Guzzo et al. Single-cell transcriptomics defines DotlL
interacting partners and downstream target genes in the
mouse molar dental pulp. DOI: 10.1387/ijdb.220141db

Michaela-Kristina Keck et al. Amplification of the PLAG-
family genes—PLAGL1 and PLAGL2—is a key feature of
the novel tumor type CNS embryonal tumor with PLAGL
amplification. 10.1007/s00401-022-02516-2

Badam Enkhmandakh et al. 2023. Single-cell
Transcriptome Landscape of DNA Methylome Regulators
Associated with Orofacial Clefts in the Mouse Dental Pulp.
doi: 10.1177/10556656231172296

Marissa Saenz et al. Longitudinal analysis of a dietary
mouse model of non-alcoholic fatty liver disease
(NAFLD) and non-alcoholic steatohepatitis (NASH). doi:
10.1101/2023.05.19.540989

Monika krosel et al. Bromodomain Protein Inhibitors
Reorganize the Chromatin of Synovial Fibroblasts. doi:
10.3390/cells12081149

Christalle Chow et al. ZBTB2 is Recruited to a Specific
Subset of HIF-1 Target Loci to Facilitate Full Gene
Expression Under Hypoxia. doi: 10.1016/j.jmb.2023.168162

Mateus Mota et al. Targeting SWI/SNF ATPases in
H3.3K27M diffuse intrinsic pontine gliomas. 101073/
pnas.2221175120

Jose M Ramon-Pittol et al. Dax1 modulates ERa-dependent
hypothalamic estrogen sensing in female mice. doi:
10.1038/541467-023-38618-y

Mingli Li et al. Epigenetic Control of Translation Checkpoint
and Tumor Progression via RUVBL1-EEF1A1 Axis. doi:
10.1002/advs.202206584

Arijita Subuddhi et al. Comparative transcriptome profile of
mouse macrophages treated with the RhoA/Rock pathway
inhibitors Y27632, Fingolimod (Gilenya), and Rezurock
(Belumosudil, SLx-2119). doi: 10.1016/j.intimp.2023.110017

Marion Dejosez et al. Regulatory architecture of
housekeeping genes is driven by promoter assemblies.
doi: 10.1016/j.celrep.2023.112505

Robbin A Nameki et al. Rewiring of master transcription
factor cistromes during high-grade serous ovarian cancer
development. doi: 10.1101/2023.04.11.536378

Tanner B Jefferson et al. Multiple tissue-specific epigenetic
alterations regulate persistent gene expression changes
following developmental DES exposure in mouse
reproductive tissues.

Hideko Isozaki et al. Therapy-induced APOBEC3A drives
evolution of persistent cancer cells. doi: 10.1038/s41586-
023-06303-1
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ChlIP-Seq

ChlIP-Seq

RNA-Seq

CUT&Tag

ChIP-gPCR

ChlP-Seq

ChlIP-Seq

ChlIP-Seq

CUT&Tag,
RRBS

RIME

ATAC-Seq

ATAC-Seq

ChlIP-Seq

ChIP-Seq

ChIP-gPCR

ChlIP-Seq

Target

H3K27me3,
H3K27ac

H3K9me3

RelA, RUNX2

TEAD1

HDAC1, H3K27ac

EZH2, H3K27me3

H3K4me3

Basonuclin 1 (BNC1)

H3K27me3

DUX4

H3K9Ac

IRF-4

Journal

Nat Commun.

Cancer Res.

Nat Commun.

elLife

elLife

Cell Rep.

Nat Commun.

Nat Commun.

Adv Sci.

bioRxiv

Nat Commun.

NAR Cancer

bioRxiv

Sci Adw.

Cell Rep.

Sci Immunol.

Year

2023

2023

2023

2023

2023

2023

2023

2023

2023

2023

2023

2023

2023

2023

2023

2023

RCTIVEGBNOTIF

Reference

Thaddeus J Kunkel et al. The cholesterol transporter NPC1
is essential for epigenetic regulation and maturation of
oligodendrocyte lineage cells. doi: 10.1038/s41467-023-
39733-6

Dipika R Mohan et al. 3-Catenin—Driven Differentiation Is a
Tissue-Specific Epigenetic Vulnerability in Adrenal Cancer.
doi: 10.1158/0008-5472

Daniel Schator et al. Legionella para-effectors target
chromatin and promote bacterial replication. doi: 10.1038/
s41467-023-37885-z

Suhas Sureshchandra et al. Maternal obesity blunts
antimicrobial responses in fetal monocytes. doi: 10.7554/
elLife.81320

Daniel Richard et al. Lineage-specific differences and
regulatory networks governing human chondrocyte
development. doi: 10.7554/eLife. 79925

Feng Li et al. VGLL4 and MENIN function as TEAD1
corepressors to block pancreatic 3 cell proliferation. doi:
10.1016/j.celrep.2022.111904

Dasol Han et al. ZBTB12 is a molecular barrier to
dedifferentiation in human pluripotent stem cells. doi:
10.1038/541467-023-36178-9

Fan Chen et al. Polycomb deficiency drives a FOXP2-high
aggressive state targetable by epigenetic inhibitors. doi:
10.1038/s41467-023-35784-x

David A McBride et al. Immunomodulatory Micropatrticles
Epigenetically Modulate T Cells and Systemically
Ameliorate Autoimmune Arthritis. doi: 101002/
advs.202202720

Rafik Boudra et al. PRMT1 Inhibition Selectively Targets
BNC1-Dependent Proliferation, but not Migration in
Squamous Cell Carcinoma. doi: 10.1101/2023.03.27.533164

Kuniyuji Aso et al. Iltaconate ameliorates autoimmunity by
modulating T cell imbalance via metabolic and epigenetic
reprogramming. doi: 10.1038/s41467-023-36594-x

Anke Koeniger et al. Tumor-suppressive disruption of
cancer subtype-associated super enhancer circuits by
small molecule treatment. doi: 10.1093/narcan/zcad007

Yingqgin Hou et al. Transient EZH2 suppression by
Tazemetostat during in vitro expansion maintains T cell
stemness and improves adoptive T cell therapy. doi:
10.1101/2023.02.07.527459

Kaoru Inoue et al. DUX4 double whammy: The
transcription factor that causes a rare muscular dystrophy
also kills the precursors of the human nose. doi: 101126/
sciadv.abq7744

Alison Iroz et al. A Specific ChREBP and PPARa Cross-Talk
Is Required for the Glucose-Mediated FGF21 Response.
doi: 10.1016/j.celrep.2017.09.065

Oriol Fornes et al. A multimorphic mutation in IRF4 causes
human autosomal dominant combined immunodeficiency.
doi: 10.1126/sciimmunol.ade7953
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Mod Spec,
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ATAC-Seq

ChlIP-Seq

ATAC-Seq

ChlIP-Seq

ATAC-Seq

ChIP-Seq

Hi-C

ChlIP-Seq

SCATAC-
Seq

RNA-Seq,

ATAC-Seq

ATAC-Seq

ChIP-Seq

ChlIP-Seq

ChIP-Seq

Target

H3K27ac

H3K4me1, H3K-
4me3, H3K27ac,
RNA pol Il

H3K4me3, H3K-
9me3

H3K27ac

p300

KLF4

H3K27ac, H3K-
27me3, BRG1

Journal

Cell Rep.

Nat Commun.

Int J Mol Sci.

Cell Rep.

Cell Rep.

Nucleic Acids Res.

Mol. Ther.

Cells

NPJ Precis Oncol.

Cell Rep Med.

Inflamm Regen.

Cell Death Differ.

Nucleic Acids Res.

J. Invest Dermatol.

Cancer Discov.

Year
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2022

2022
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Reference

Tetsuya Hirabayashi et al. Hepatic phosphatidylcholine
catabolism driven by PNPLA7 and PNPLAS8 supplies
endogenous choline to replenish the methionine cycle
with methyl groups. doi: 10.1016/j.celrep.2022.111940

Bogang Wu et al. RNA polymerase Il pausing factor NELF
in CD8+ T cells promotes antitumor immunity. 101038/
s41467-022-29869-2

Tomoaki Saito et al. Genome-Wide Super-Enhancer-
Based Analysis: Identification of Prognostic Genes in Oral
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is involved in maintaining epigenetic marks at CpG island
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Christina Yau et al. FOXM1 cistrome predicts breast
cancer metastatic outcome better than FOXM1 expression
levels or tumor proliferation index. Breast Cancer Res
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Jenny Wegert et al. Mutations in the SIX1/2 pathway and
the DROSHA/DGCR8 miRNA microprocessor complex
underlie high-risk blastemal type Wilms tumors. Cancer
Cell. 27: 298

Smitha Pillai et al. 3-arrestin-1 mediates nicotine-induced
metastasis through E2F1target genes that modulate
epithelial-mesenchymal transition. Cancer Res. 75: 1009
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Vincent J. Lynch et al. Ancient transposable elements
transformed the uterine regulatory landscape and
transcriptome during the evolution of mammalian
pregnancy. Cell Rep. 10: 551

Danish Sayed et al. Acute targeting of general
transcription factor 1B restricts cardiac hypertrophy via
selective inhibition of gene transcription. Circ Heart Fail.
8:138

Wenduo Ye et al. A common Shox-2-Nkx2-5 antagonistic
mechanism primes the pacemaker cell fate in the
pulmonary vein myocardium and sinoatrial node.
Development. 142: 2521

Stephen G. Dann et al. Reciprocal regulation of amino
acid import and epigenetic state through Lat1 and EZH2.
EMBO J. 34:1773

Erik C. Mazur et al. Progesterone receptor transcriptome
and cistrome in decidualized human endometrial stromal
cells. Endocrinology. 156: 2239

Nioka C. Chisholm et al. Histone methylation patterns
in astrocytes aer influenced by age following ischemia.
Epigenetics. 10: 142

"Jeffry M. Cesario et al. Lhx6 and Lhx8 promote palate
development through

negative regulation of a cell cycle inhibitor gene,
p57Kip2. Hum Mol Genet. 24: 5024"

Chrysothemis C. Brown et al. Retinoic acid is essential for
Th1 cell lineage stability and prevents transition to a Th17
cell progrm. Immunity. 42: 1

Coralie Hoareau-Aveilla et al. Reversal of microRNA-150
silencing disadvantages crizotinib-resistant NPM-ALK(+)
cell growth. J Clin Invest. 125: 3505

Cristian Taccioli et al. Repression of esophageal neoplasia
and inflammatory signaling by anti-miR-31 delivery in vivo.
J Natl Cancer Inst. 107: djv220

Ryan Lenhart et al. Sensitivity of small cell lung cancer to
BET inhibition is mediated by regulation of ASCL1 gene
expression. Mol Cancer Ther. 14: 2167

Bokai Zhu et al. Coactivator-dependent oscillation of
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Paul Childress et al. Genome-wide mapping and
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Yasmin M. Vasquez et al. FOXO1 is required for binding of
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Tomohisa Okamura et al. TGF-b3-expressing CD4+CD25-
LAG3+ regulatory T cells control humoral immune
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SOX9 Nucleic Acids Res. 2015
H3K27me3 Nucleic Acids Res. 2015
CCND1 (Cyclin D1) Oncotarget 2015
KDM3A PLoS Biol. 2015
TRIM33 PLoS Genet. 2015
EGR1 PLoS One 2015

Am J Physiol
RARa, RARB, RXRa Gastrointest Liver 2014
Physiol.
H3K27me3 Bioinformatics 2014
PPARg Biol Reprod. 2014
Cell Rep. 2014
SRC-2 Cell Rep. 2014
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36me3, H3K27me3 Genome Res. 2014
H3K36me3 Genome Res. 2014
H3K27ac J Biol Chem. 2014
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Zhongcheng Shi et al. Context-specific role of SOX9 in
NF-Y mediated gene regulation in colorectal cancer cells.
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Kyung Hyun Yoo et al. Loss of EZH2 results in precocious
mammary gland development and activation of STAT5-
dependent genes. Nucleic Acids Res. 43: 8774

Mathew C. Casimiro et al. Kinase-independent role
of cyclin D1in chromosomal instability and mammary
tumorigenesis. Oncotarget. 6: 8524

Mo-bin Cheng et al. Specific phosphorylation of histone
demethylase KDM3A determines target gene expression
in response to heat shock. PLOS Biol. 12: €1002026

Luke Isbel et al. Trim33 binds and silences a class

of young endogenous retroviruses in the mouse
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retrotransposons and the host genome. PLoS Genet. 11:
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Anthony A. Portale et al. Characterization of FGF23-
dependent Egr-1 cistrome in the mouse renal proximal
tubule. PLoS One. 10: e0142924

Yugi He et al. Biological functional annotation of retinoic
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wide binding. Am J Physiol Gastrointest Liver Physiol. 307:
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Yanxiao Zhang et al. PePr: A peak-calling prioritization
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Deepak Kumar et al. Fibroblast growth factor maintains
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modulating DNMT3A recruitment. Cell Rep. 8: 1419
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orchestrating metabolism and circadian rhythm. Cell Rep.
6: 633

Jakob V. Nielsen et al. Zbtb20 Defines a hippocampal
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Cereb Cortex. 24: 1216

Goran Kungulovski et al. Application of histone
modification-specific interaction domains as an alternative
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Jeremy M. Simon et al. Variation in chromatin accessibility
in human kidney cancer links H3K36 methyltransferase
loss with widespread RNA processing defects. Genome
Res. 24: 241
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reveals direct regulation of LIM homeobox 8 (Lhx8) by
wingless-int (WNT)/B-catenin Signaling. J Biol Chem. 289:
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Jun Qin et al. Androgen deprivation—induced NCoA2
promotes metastatic and castration-resistant prostate
cancer. J Clin Invest. 124: 5013

Malene B. Rasmussen et al. Neurodevelopmental
disorders associated with dosage imbalance of ZBTB20
correlate with the morbidity spectrum of ZBTB20
candidate target genes. J Med Genet. 51: 605

Sarah K. Knutson et al. Selective inhibition of EZH2 by
EPZ-6438 leads to potent antitumor activity in EZH2
mutant Non-Hodgkin lymphoma. Mol Cancer Ther. 13: 842

Claudius F. Kratochwil et al. Mapping active promoters by
ChlP-seq profiling of H3K4me3 in cichlid fish — a first step
to uncover cis-regulatory elements in ecological model
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Mounia Tannour-Louet et al. Hepatic SRC-1 activity
orchestrates transcriptional circuitries of amino acid
pathways with potential relevance for human metabolic
pathogenesis. Mol Endocrinol. 28: 1707

Sylvia C. Hewitt et al. Novel DNA motif binding activity
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mouse. Mol Endocrinol. 26: 899

Brian C. Belyea et al. Identification of renin progenitors in
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Nat Commun. 5: 3273
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generations. Nat Neurosci. 17: 89

Paul A. Northcott et al. Enhancer hijacking activates GFI1
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Volker Hovestadt et al. Decoding the regulatory
landscape of medulloblastoma using DNA methylation
sequencing. Nature. 510: 537

Sharolyn V. Kawakami-Schulz. Serum response factor:
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Genomics. 46: 277

Robin P. Smith et al. Genome-wide discovery of drug-
dependent human liver regulatory elements. PLOS Genet.
10: €1004648

Bin He et al. GATA2 facilitates steroid receptor coactivator
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Acad Sci. 111: 18261

Adam E. Handel et al. Vitamin D receptor ChlP-

seq in primary CD4+ cells: relationship to serum
25-hydroxyvitamin D levels and autoimmune disease.
BMC Med. 11: 163

Sebastian Bender et al. Reduced H3K27me3 and DNA
hypomethylation are major drivers of gene expression in
K27M mutant pediatric high-grade gliomas. Cancer Cell.
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Lynn Bjerke et al. Histone H3.3 Mutations Drive Pediatric
Glioblastoma through Upregulation of MYCN. Cancer
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Xiaoming Ju et al. Identification of a cyclin D1 network in
prostate cancer that antagonizes epithelial-mesenchymal
restraint. Cancer Res. 74: 508

Patrick D. McMullen et al. A map of the PPARa
transcription regulatory network for primary human
hepatocytes. Chem Biol Interact. 209: 14

David S. Shames et al. Loss of NAPRT1 expression by
tumor-specific promoter methylation provides a novel
predictive biomarker for NAMPT inhibitors. Clin Cancer
Res. 19: 6912

San-pin Wu et al. Atrial identity is determined by a COUP-
TFIl regulatory network. Dev Cell. 25: 417

Justyna Filant et al. Integrated chromatin
immunoprecipitation sequencing and microarray analysis
identifies FOXA2 target genes in the glands of the mouse
uterus. FASEB J. 28: 230

Purvi Mehrotra et al. PARP-14 and its enzyme activity
regulates Th2 differentiation and allergic airway disease. J
Allergy Clin Immunol. 131: 521

Sarah L. Doyle et al. Nuclear factor kB2 p52 protein has
a role in antiviral immunity through IkB kinase epsilon-
dependent induction of Sp1 protein and interleukin 15. J
Biol Chem. 288: 25066

Hana Vakili et al. CCAAT-enhancer-binding protein 3 (C/
EBP) and downstream human placental growth hormone
genes are targets for dysregulation in pregnancies
complicated by maternal obesity. J Biol Chem. 288: 22849

Alexandros Tzatsos et al. KDM2B promotes pancreatic
cancer via Polycomb-dependent and -independent
transcriptional programs. J Clin Invest. 123: 727

Omar Abdel-Wahab et al. Deletion of AsxI1 results in
myelodysplasia and severe developmental defects in vivo.
J Exp Med. 210: 2641

Xilong Li et al. COUP-TFII regulates human endometrial
stromal genes involved in inflamation. Mol Endocrinol. 27:
2041

Ashlee R. Lain et al. Research Resource: Progesterone
receptor targetome underlying mammary gland branching
morphogenesis. Mol Endocrine. 27: 1743

Patrick M. Gubser et al. Rapid effector function of memory
CD8+ T cells requires an immediate-early glycolytic
switch. Nat Immunol. 14: 1064

Chauncey J. Spooner et al. Specification of type 2 innate
lymphocytes by the transcriptional determinant Gfil. Nat
Immunol. 14: 1229

Yuwen Li et al. Genome-wide analysis of the p53 gene
regulatory network in the developing mouse kidney.
Physiol Genomics. 45: 948

Helena Bujalka et al. MYRF is a membrane-associated

transcription factor that autoproteolytically cleaves to
directly activate myelin genes. PLoS Biol. 11: €1001625
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Aaron M. Wenger et al. The enhancer landscape during
early neocortical development reveals patterns of dense
regulation and co-option. PLoS Genet. 9: e1003728

Jonathan P. Riley et al. PARP-14 binds specific DNA
sequences to promote Th2 cell gene expression. PLoS
One. 8: 83127

Astrid Kosters et al. Sexually dimorphic genome-wide
binding of retinoid X receptor alpha (RXRa) determines
male-female differences in the expression of hepatic lipid
processing genes in mice. PLoS One. 8: €71538

Alex Gutteridge et al. Novel pancreatic endocrine
maturation pathways identified by genomic profiling and
causal reasoning. PLoS One. 8: €56024.

Julia Yue Cui et al. Bile acids via FXR initiate the
expression of major transporters involved in the
enterohepatic circulation of bile acids in newborn mice.
Am J Physiol Gastrointest Liver Physiol. 302: G979

Zhou Zhu et al. Dose-dependent effects of small-molecule
antagonists on the genomic landscape of androgen
receptor binding. BMC Genomics. 13: 355

Mingyue Han et al. GATA4 expression is primarily
regulated via a miR-26b-dependent post-transcriptional
mechanism during cardiac hypertrophy. Cardiovasc Res.
93: 645

Alice Kiselyuk et al. HNF4a antagonists discovered by
a high-throughput screen for modulators of the human
insulin promoter. Chem Biol. 19:806

Danish Sayed et al. Transcriptional regulation

patterns revealed by high-resolution chromatin
immunoprecipitation during cardiac hypertrophy. J Biol
Chem. 288: 2546

Philip D. Anderson et al. Nkx3.1 and Myc crossregulate
shared target genes in mouse and human prostate
tumorigenesis. J Clin Invest. 122: 1907

Mathew C. Casimiro et al. ChIP sequencing of cyclin D1
reveals a transcriptional role in chromosomal instability in
mice. J Clin Invest. 122: 833

Venugopalan D. Nair et al. Involvement of histone
demethylase LSD1in short-time-scale gene expression
changes during cell cycle progression in embryonic stem
cells. Mol Cell Biol. 32: 4861

Cory A. Rubel et al. Genome-Wide Profiling of
Progesterone Receptor Binding in the Mouse Uterus. Mol
Endocrinol. 26: 1428

Sylvia C. Hewitt et al. Whole-Genome Estrogen Receptor
Binding in Mouse Uterine Tissue Revealed by ChIP-Seq.
Mol Endocrinol. 26: 887

Kiran Mahajan et al. H2B Tyr37 phosphorylation
suppresses expression of replicationdependent core
histone genes. Nat Struct Mol Biol. 19: 930

Michael T. McCabe et al. EZH2 inhibition as a therapeutic
strategy for lymphoma with EZH2-activating mutations.
Nature. 492: 108

North America

Europe

Japan China



RCTIVEGBNOTIF

Technique Target Journal Year Reference
Marie-Jose” C. van Lierop et al. Org 214007-0: A novel
ChIP-Seq Glucocorticoid PLoS One 2012 ngn-stermdg! Selective glucocort|§0|d recgptor modulator
Receptor with full anti-inflammatory properties and improved

therapeutic index. PLoS One. 7: e48385

Ming Zhan et al. The B-MYB transcriptional network
guides cell cycle progression and fate decisions to sustain

ChiP-chip — B-MYB PLoS One 2012 self-renewal and the identity of pluripotent stem cells.
PLoS One. 7: €42350
ChiP-chip RORa PLoS One 2012 Yongjun Wang et al. Regulation of p53 Stability and

Apoptosis by a ROR Agonist. PLoS One. 7: €34921
Ping Yin et al. Genome-wide progesterone receptor

Progesterone Re- binding: cell type- specific and shared mechanisms in

ChiP-Seq ceptor PLoS One 2012 T47D breast cancer cells and primary leiomyoma cells.
PLoS One. 7: €29021
g FLAG-tagged BAP1, . Anwesha Dey et al. Loss of the tumor suppressor BAP1
ChiP-Seq OGT, HCF1 e AuY, causes myeloid transformation. Science. 337: 1541
Yaochen Li et al. Genome-wide Analysis of N1ICD/RBPJ
ChIP-Seq RBPJ Stem Cells 2012 Targets in vivo Reveals Direct Transcriptional Regulation

of Wnt, SHH, and Hippo Pathway Effectors by Notch1.
Stem Cells. 30: 741

Barrenas S Bruhn et al. Increased expression of IRF4 and
ChlIP-chip IRF4 Allergy 201 ETS1in CD4+ cells from patients with intermittent allergic
rhinitis. Allergy. 67: 33

Mattew R Yudt et al. Discovery of a novel mechanism of
Progesterone Re- Biochem 20N steroid receptor antagonism: WAY-255348 modulates
ceptor Pharmacol. progesterone receptor cellular localization and promoter

interactions. Biochem Pharmacol. 82: 1709

Genevieve Lavoie et al. PKC isoforms interact with and
phosphorylate DNMT1. BMC Biol. 9: 31

Antonia Lopez-Girona et al. (2011) Lenalidomide
downregulates the cell survival factor, interferon
regulatory factor-4, providing a potential mechanistic link
for predicting response. Br J Haematol. 154: 325

"Yan Jin et al. Enhancer-Blocking Activity Is Associated
with Hypersensitive Site V Sequences in the Human
Growth Hormone Locus Control Region. DNA Cell Biol.
30: 995"

Heather L. Franco et al. Epithelial progesterone receptor
EMBO J. 2011 exhibits pleiotropic roles in uterine development and
function. FASEB J. 26: 1218

Gerard A Rodriques et al. Differential Effects of PPARg
Invest Ophthalmol 201 Ligands on Oxidative Stress—Induced Death of Retinal
Vis Sci. Pigmented Epithelial Cells. Invest Ophthalmol Vis Sci. 52:
890

"Jianlong Sun et al. Genetic and Genomic Analyses of RNA
Polymerase llI-pausing Factor in Regulation of Mammalian

ChIP-gPCR

MeDIP-chip 5-Methylcytosine BMC Biol. 20M

ChIP-gPCR IRF4, cMyc Br J Haematol. 201

ChIP-gPCR CTCF DNA Cell Biol. 201

Progesterone Re-

ChlIP-chip ceptor

ChIP-gPCR  PPARg

ChIP-Seq NELF-b (COBRA1) J Biol Chem. 20M -~

Transcription and Cell

Growth. J Biol Chem. 286: 36248"

Hong Hao et al. The Transcription Factor NRL Controls
ChIP-chip RNA Pol II, H3K9Ac J Biol Chem. 20M Photoreceptor-specific Expression of Myocyte Enhancer

Factor Mef2c from an Alternative Promoter. J Biol Chem.
286: 34893
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"Qi Shen et al. Liver X Receptor-Retinoid X Receptor (LXR-
RXR) Heterodimer Cistrome Reveals Coordination of LXR
and AP1 Signaling in

Keratinocytes. J Biol Chem. 286: 14554"

Aristides Lytras et al. Identification of functional CCAAT/
enhancer-binding protein and Ets protein binding sites

in the human chorionic somatomammotropin enhancer
sequences. J Mol Endocrinol. 47: 179

Ravindra B Chalamalasetty et al. The Wnt3a/B-catenin
target gene Mesogenin1 controls the segmentation clock
by activating a Notch signalling program. Nat Commun. 2:
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Fabian Birzele et al. Next-generation insights into
regulatory T cells: expression profiling and FoxP3
occupancy in Human. Nucleic Acids Res. 39: 7946

Daniel Hochbaum et al. DAF-12 Regulates a Connected
Network of Genes to Ensure Robust Developmental
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Required for Adult Brain Neural Stem Cell Differentiation
into Midbrain Dopaminergic Neurons. PLoS ONE. 6:
€19926

Jennifer A. Mertz et al. Targeting MYC dependence in
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Sci. 108:16669

Jennifer M Rosenbluth et al. Differential regulation of the
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transcriptional programs of mesenchymal differentiation
and tumorigenesis. Proc Natl Acad Sci. 108: 2076

K Nadira De Abrew et al. Regulation of Bach2 by the aryl
hydrocarbon receptor as a mechanism for suppression of
B-cell differentiation by 2,3,7,8-tetrachlorodibenzo-p-dioxin.
Toxicol Appl Pharmacol. 252: 150

Alina G Sofronescu et al. FGF-16 is a target for adrenergic
stimulation through NF-kB activation in postnatal cardiac
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Sreeram V Ramagopalan et al. A ChlP-seq defined
genome-wide map of vitamin D receptor binding:
Associations with disease and evolution. Genome Res. 20:
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Regulation of Maf1 Phosphorylation and Control of RNA
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that modulates genotoxic stress-induced autophagy. Mol
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